Supplementary data 2.-Functional assay for confirmation of hypoxic microenvironment or HIF activity a. All the experiments have been performed by exposing the cells to 0.2% hypoxia (0.2% pO 2 ) in the hypoxic chamber for 24 hrs. The hypoxic microenvironment was confirmed by exposing the cells transfected with EPO-HRE to hypoxic microenvironment. Significantly high luciferase activity was observed in the cells exposed to hypoxic microenvironment. b. Activity of the HIF-1/2-α overexpression constructs or HIF-1/2-α specific shRNAs was confirmed through dual luciferase assay by cotransfecting EPO-HRE reporter plasmid in MCF7 cells. Graph represents relative luciferase activity. c. MCF7 cells were transfected with HIF-1α overexpressing plasmid/vector control (PC) and shHIF-1α/shCtrl to overexpress/ inhibit the expression of HIF-1α and western blotting was done to measure the HIF-1α levels. The graphical data points in a & b represent mean + S.D of at least three independent experiments. (*P<0.05, **P<0.01). Error bars denote + SD.
Supplementary data 3.-Confirmation of overexpression/ inhibition of specific molecules achieved by transient transfection a,b.
Level of miR-191 was transiently up/ downregulated by transfecting with pre-191 (Ambion) & anti-191 oligos (Exiqon) and exposed to hypoxic microenvironment for 24 hrs. The corresponding effect on the expression of miR-191 was then checked by qRT-PCR compared to that of their respective controls in MCF-7 cells. c-e. MCF-7 cells were transfected with pcdnA3.1-HuR or with esiRNA for HuR inhibition and exposed to hypoxic microenvironment for 24 hrs. The graph shows relative expression levels as determined by qRT-PCR (c,d) and western blotting (e) of HuR compared to that of respective control transfected cells. f-h. MCF-7 cells were transfected with TGFβ2 esiRNA or treated with recombinant TGFβ2 and the efficiency of esiRNA mediated inhibition or overexpression was confirmed through measuring TGFβ2 levels through qRT-PCR (f,g) or luciferase activity of pTPlux reporter construct (h). i. qRT-PCR data showing effect of ctrl or SMAD3 siRNA on SMAD3 levels in MCF7 cells. The graphical data points represent mean + S.D of at least three independent experiments. (**P<0.01). Error bars denote + SD.
Supplementary data 4.-Effect of miR-191 on TGFβ2 & HuR levels in
the presence/absence of hypoxic microenvironment a,b. Effect of miR-191 on TGFβ2 and HuR at protein levels in hypoxic microenvironment. The MCF7 cells with differential level of miR-191 were exposed to hypoxic microenvironment and analyzed for expression of TGFβ2 (a) and HuR (b) protein by western blotting and the relative protein levels were then quantified using imagej software for band densitometery. c. Level of miR-191 was differentially modulated and cells (MCF7) were exposed to hypoxic microenvironment, Immunofluorescence was done by using an antibody specific for TGFβ2 to compare the difference in fluorescence intensity observed. d. Cells were transfected with esictrl or esiHuR oligos in normoxia and qRT-PCR was performed. The results show that under normoxic conditions HuR is unable to downregulate TGFβ2 levels in breast cancer cell lines. e-g qRT-PCR was done to find out the effect of miR-191 on TGFβ2 & HuR levels in both normoxic and hypoxic microenvironment in a panel of breast cancer cell lines MCF7 (e), T47D (f) & MM231 (g). We found that the effect was minimal in the absence of hypoxic microenvironment. The graphical data points in a-g represent mean + S.D of at least three independent experiments. (*P<0.05, **P<0.01, *^P>0.05<0.1). Error bars denote + SD. 
